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Environmental Fate of Antimicrobial-Resistant Bacteria Required to take
Countermeasures in the Clinical Field in the River Environment

+4 FEEA AREHFEHAS
3 ¢4 AIRERKE XS RELHIR
£ 3 B (Ph.D.)
C ¢ i-‘:i March 18, 2021 @
.'r 1

FAITHEEIC S BKIRIR SR E

—kb- 811 - IR IR MAEHESL THWHEE MOne Health —
s f ‘

SRR AROEREORAEFRER LT
CENERMEETELTIVS,

(Melbourne Health (2016 ). bioM é rieux (2016). @
EIFRAREA BIERERFRE 2— (2017))

2-1



[TAEY AT
—EATHERICER T ZKIRES RREE -

UAFSpaeOAU ey (o

~ RWBED SAV N RATERAMEHAEOAMER - | il

> E=FDBKMPSA—/—Tit1EE
(CRE)D %,

> RAOFERISTADFIXE
ICHEA.

> A7 =23 A DKRHPBFDOERA
ICANIEERT2BIRE99%,

' > BEROAIEVITE- -,

w > EYEREETSCEN T HEL

KR TR RO EEHE,

T a |
m ; ) . 1 \
S B =
11!'1
RIO FACES SUPERBUG CONCERNS AHEAD OF OLYMPICS
(AFPBB News (2014). AP News (2015), CNN News (2016)) @

HENE o ]

KIREERIC 8513 B At
SR DOERERETICDL ; @
CHEEARSRONTE QQ* Sal

DRBBIEEBL. R EED @E"

- REDEREERAS. < Q@o

@: AAHPERTZIWHANNICHITRIEATERD
GFHEXEZHSHICTS.

@: KEEICEZFELICEEL. EARUVUERNTO
KBHRBETSIET. MK TBEICSHTS
RECOTNREFMT S,

B S

2-2



[TAEY AT
R RWEY

Global priority list of antibiotic-resistant bacteria to guide @ )z / &“
research, discovery, and development of new antibiotics S

World Health
Priority 1: CRITICAL Organization
« Acinetobacter baumannii : Carbapenem-resistant
« Pseudomonas aeruginosa : Carbapenem-resistant
« Enterobacteriaceae : Carbapenem-resistant, 3rd generation Cephalosporin-resistant

« Enterococcus faecium : Vancomycin-resistant

« Staphylococcus aureus : Methicillin-resistant, Vancomycin intermediate and resistant

« Helicobacter pylori : Clarithromycin-resistant

« Campylobacter : Fluoroquinolone-resistant

« Salmonella spp. : Fluoroquinolone-resistant

« Neisseria gonorrhoeae : 3rd generation Cephalosporin-resistant, Fluoroquinolone-resistant

Priority 3: MEDIUM

- Streptococcus pneumoniae : Penicillin-non-susceptible
« Haemophilus influenzae : Ampicillin-resistant
« Shigella spp. : Fluoroquinolone-resistant

(WHO (2016) ) @
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Thank you very much for your kind attention !

Takashi Azuma (Ph.D. in Engineering)
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